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Clostridium subcluster XIVa (106) % | 0.538£1.490 | 0.299 £0.635 | P=0.687 | 0.250 = 0.316 | P =10.586
Clostridium cluster IX (110) % 6.38 = 6.45 7.44%£8.32 | P=0.466 | 6.50*x6.17 | P=0.991
Bifidobacterium (124) % 12.5+12.3 9.41%£9.40 | P=0.157 12.4+£94 P=10.996
Prevotella (137) 9% | 0.000=£0.000 | 0.000 = 0.000 - 0.000 == 0.000 -
Clostridium cluster IV (168) % | 0.483+0.775 | 0.567 =1.006 | P=0.862 | 0.724 +=1.364 | P =0.340
Prevotella (317) % 2.65 t£6.41 6.09£11.32 | P=0.082 1.99+4.70 | P=0.887
Lactobacillales (332) % 2.17+3.38 1.54+1.63 | P=0.558 1.35+0.77 | P=0.387
Clostridium cluster X1 (338) % 1.47+£259 |0.453+0.401 | P=10.198 | 0.431+0.493 | P=0.186
Bacteroides (366) % 11.6 =11.2 145+10.8 | P=0.339| 11.4+6.6 P=0.994
Clostridium cluster IV (369) % | 0.016 £0.059 | 0.097 £0.290 | P=0.864 | 0.365+0.843 | P=0.113
Clostridium cluster XVIII (423) % | 0.000=0.000 | 0.000 = 0.000 - 0.000 = 0.000 -
None (443) % | 0.000 = 0.000 | 0.000 = 0.000 - 0.000 %= 0.000 -
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Clostridium subcluster XIVa (517) % | 0.555+2.000 | 0.215+0.429 | P=0.656 | 0.663 +£2.319 | P =0.955
Lactobacillales (520) 9% 10.107£0.258 | 0.288 =0.555 | P=0.060 | 0.089 +0.322 | P =0.964
None (643) 9% | 0.000=£0.000 | 0.000 = 0.000 - 0.000 = 0.000 —
Clostridium cluster XVIII (650) % 1.77 +1.89 1.161.13 |P=0.052 | 1.05%+1.45 |P=0.019*
Lactobacillales (657) % 1.12£1.33 | 0.966 =0.606 | P =0.899 1.09+1.47 | P=0.997
Clostridium cluster IV (749) % 4.17 +3.05 4.44+£383 |P=0.919| 4.64+=3.11 |P=0.785
Clostridium subcluster XIVa (754) % 1.43+1.10 1.38+0.91 | P=0.956 | 0.879 £0.602 | P <0.050 *
None (770) % | 0.067 £0.243 | 0.000 £0.000 | P=0.419 | 0.068 = 0.170 | P =1.000
Bacteroides (853) % 1.41 £0.69 1.49+£0.78 | P=0.785| 1.46+0.76 |P=0.884
Clostridium cluster X1 Clostridium subcluster XIVa (919) | % 1.43+0.81 1.67+1.08 | P=0.457 | 1.50+0.72 | P=0.931
Clostridium subcluster XIVa Enterobacteriales (940) | % 3.14£1.77 3.10£2.20 | P=0.995| 3.36+2.14 | P=0.868
Clostridium subcluster XIVa (955) % 3.46+1.97 3.98+1.84 |P=0.435| 4.65+2.48 | P=0.030*
None (968) % | 0.364*£0.337 | 0.296 £0.434 | P=0.710 | 0.366 = 0.493 | P =1.000
Clostridium subcluster XIVa (990) % 3.75+2.63 3.95+257 |P=0.969 | 3.87+3.02 |P=0.989
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